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Supplemental Figure S41. Hamster growth and paclitaxel loci due to pre-existing copy number
alterations (CNAs). (A) Growth (0 nM paclitaxel). (B) Growth (8 nM paclitaxel). (C ) Paclitaxel
(week 6). (D) Paclitaxel (week 4). Horizontal gray lines, permutation significance thresholds. Copy
numbers deduced from hamster reads averaged across the six RH pools, normalized to a mean value of 1.
Breaks represent contig transitions.




