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Supplemental Figure S33. Overlap of non-unique growth, paclitaxel and interaction loci.
(A) Correlations of —log,, P values for growth (0, 8, 25 and 75 nM; g avg), paclitaxel (wl, w2, w3,
w4, w6 and d avg) and interaction (Ix). “g”, growth; “d”, drug; “avg”, average conditional effect. R values
for correlations between genome scans shown as numbers of varying size. *P < 0.05, **P < 0.01,
***P < 0.001. Non-overlapping 1 Mb windows. (B) Overlap of significant non-unique growth, paclitaxel
and interaction loci. Numbers inside circles represent overlap ratios using diagonal element of relevant

row.





