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Supplemental Figure S28. RH growth genes are relatively poorly studied. (4) RH coding region (cr)
growth genes have fewer PubMed entries in the GeneRIF database than non-growth genes. Means £ s.e.m.
(B) Significance of decreased publication numbers for RH cr growth genes. (C) RH cr growth genes have

fewer entries in the Reactome database than non-growth genes. (D) Significance of decreased Reactome
entries for RH cr growth genes.





