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CAGE 10ug untreated
RAMPAGE 5ug untreated
STRIPE.seq 100ng untreated
nanoCAGE.XL 7.5ug untreated
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CAGE_K562_10ug_untreated_1
CAGE_K562_10ug_untreated_2
RAMPAGE_K562_5ug_untreated_1
RAMPAGE_K562_5ug_untreated_2
RAMPAGE_K562_5ug_untreated_3
STRIPE.seq_K562_100ng_untreated_1
STRIPE.seq_K562_100ng_untreated_2
STRIPE.seq_K562_100ng_untreated_3
nanoCAGE.XL_K562_7.5ug_untreated_1

sample
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SLIC.CAGE_BY4741_100ng_untreated 1
SLIC.CAGE_BY4741_100ng_untreated 2
STRIPE.seq_S288C_100ng_diamide_1
STRIPE.seq_S288C_100ng_diamide_2
STRIPE.seq_S288C_100ng_diamide_3
STRIPE.seq_S288C_100ng_untreated_1
STRIPE.seq_S288C_100ng_untreated_2
STRIPE.seq_S288C_100ng_untreated_3
STRIPE.seq_S288C_250ng_untreated_1
STRIPE.seq_S288C_250ng_untreated_2
STRIPE.seq_S288C_250ng_untreated_3
STRIPE.seq_S288C_50ng_untreated_1
STRIPE.seq_S288C_50ng_untreated_2
STRIPE.seq_S288C_50ng_untreated_3
nanoCAGE_BY4741_25ng_untreated_1
nanoCAGE_BY4741_25ng_untreated_2
nanoCAGE_BY4741_500ng_untreated_1
nanoCAGE_BY4741_500ng_untreated_2
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SLIC.CAGE 100ng untreated
STRIPE.seq 100ng diamide
STRIPE.seq 100ng untreated
STRIPE.seq 250ng untreated
STRIPE.seq 50ng untreated
nanoCAGE 25ng untreated
nanoCAGE 500ng untreated



