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Supplementary Figures 1: (A) Length distributions of Ensembl transcripts and overlapping PacBio
transcripts. About 65% of Ensembl transcripts overlap with PacBio transcripts. (B) Transcript abun-
dance of PacBio-supported and Ensembl-only models. PacBio-supported models are gene models in
Ensembl model set that have the corresponding PacBio set models. Ensembl-only models have no cor-
responding PacBio models. The gene expression level of the latter was much lower than that of the
former.
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