[bookmark: _GoBack]Supplemental Figure S8. Genomic location of eQTLs for TE expression and associated TEs. eQTL chromosome positions (bp) are given on the X-axis, and the TEs with which they are associated on the Y-axis. Red points denote female-specific eQTLs, blue indicates male-specific eQTLs, and black shows eQTLs shared by males and females. (A) Chromosome 2. (B) Chromosome 3. C) Chromosome X. (D) Chromosome 4. 
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