[bookmark: _GoBack]Supplemental Figure S4. Comparison of RNA-seq and tiling arrays. Scatter plots show the broad-sense heritability (H2) estimates from RNA-seq in this study compared to tiling array data26. (A) Female gene expression (r = 0.56, P < 1E-15). (B) Male gene expression (r = 0.55, P = 1E-15). 
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