
Table S1: Description of real RNA-seq data sets.

sample cell type read length accession number
1 HepG2 50⇥2 ENCFF084JYA
2 HepG2 50⇥2 ENCFF790CFB
3 HepG2 100⇥2 ENCFF916YZY, ENCFF800YJR
4 HepG2 100⇥2 ENCFF179TFY, ENCFF782TAX
5 HepG2 76⇥2 ENCFF168NGI
6 HepG2 76⇥2 ENCFF711DJN

sample cell type read length accession number
1 human ESC 76⇥2 GSE90225
2 human ESC 76⇥2 GSE33480
3 human ESC 101⇥2 GSE47626

sample cell type read length accession number
1 mouse BMDM 100⇥2 ENCSR614DLJ
2 mouse BMDM 100⇥2 ENCSR822FMG
3 mouse BMDM 100⇥2 ENCSR614KOV



Table S2: Experimental validation of identified transcripts.



Table S3: Primers designed for PCR validation of identified transcripts.



Table S4: Specific siRNAs designed for isoforms FGFR1-238, FGFR1-C1, and FGFR1-205.


