Supplemental Table S7. The gene annotation of gynogenetic BSB and TC assemblies.

Annotation database

BSB

TC

NO. of annotation

Percentage (%)

NO. of annotation

Percentage (%)

GO
KEGG
KOG
TrEMBL
NR
All annotated

15,023
9509
19,680
33,697
33,728
37,147

40.05
25.35
52.46
89.83
89.91
99.03

14,411
14,014
19,244
28,552
28,801
28,930

46.69
45.40
62.34
92.50
93.31
93.72




