
	
  
	
  
Figure S7. Positional distribution of PTC-inducing IESs along genes (CDS). The 
distribution is shown for different IRS thresholds (indicated at the top of each panel) for the 
32°C sample. Corresponding values of skewness are (A) 0.07, (B) -0.26, (C) -0.21 and (D) 
0.07. 
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