32°C

f=3
5 25°C
18°C
0 50 100 150
count
Description
. Actin-related protein . Protein kinase-like domain . Bromo adjacent homology (BAH) domain . yotic i in lipid site profile.
[ Actin-refated protein 5 (Arps) [ Protein phosphatase 2C (PP2C)-like domain [ Calci i i protein kinase [ Protein of unknown function DUF726
[ Atdolase-type TIM barrel [ Rab-GTPase-TBC domain [ Cyclic nucieotide-binding-1ike [ Pumiio RNA-binding repeat
. Alpha/Beta hydrolase fold . Radial spokehead-like protein . Dbl homology (DH) domain . Ribonuclease Ill domain
[ Ammonium transporter [ st/P1 nuciease |77 beoxyribonucease [ Rmic-tike jelly roll fold
. Cation-transporting P-type ATPase . SANT/Myb domain . DnaJ domain . S-ad yl-L ioni ke
. Coiled coil domain . Tetratricopeptide repeat . Dynein heavy chain 6, axonemal . Sin3 associated polypeptide p18
[ Fatty acia hydroxylase |1 etratricopeptide repeat-containing domain 1| GAF domain-like | Elg
[ HsP20-iike chaperone [ Tetratricopeptide-iike helical domain [ H-type tectin domain [ hioredoxin-like fold
[ insulin-iike growth factor binding protein, N-terminal [ vesto [ Homeodomain-iike [ Tubuiin-tyrosine ligase/Tubuiin polyglutamylase
. lon transport domain . WD40-repeat-containing domain . Hydroxymethyiglutaryl-CoA reductase, class I/ll . Ubiquitin carboxyl-terminal hydrolase-like domain
. Leucine-rich repeat-containing protein C10orf11 homolog . WD40/YVTN repeat-like-containing domain . Methyltransferase-related . Ubiquitin/SUMO-activating enzyme E1
. Major facilitator superfamily domain, general substrate transporter . XAPS protein . Mitochondrial substrate/solute carrier . Uncharacterised protein family, transmembrane-17
. Myxococcus cysteine-rich repeat . Zinc finger, RING/FYVE/PHD-type . MT-A70-like . Vacuolar protein sorting-associated protein 16
[ oxysterol-binding protein [ Furin-iike repeat [ NAD(P)-binding domain [ von Willebrand factor, type A
[ P-to0p containing nucieoside triphosphate hydrolase [ signal transduction histidine kinase, core 1] Paramecium surface antigen [ zinc finger, CCCH-type
. Peptidase M1, alanine aminopeptidase/leukotriene A4 hydrolase . Ankyrin repeat domain-containing protein 13 . Pectin lyase fold/virulence factor . NA
. Protein kinase domain . Beta-lactamase-like - Probable tubulin-tyrosine ligase

Figure S5. Counts and functional categorization of genes affected by significant IES retention after nuclear
differentiation at different temperatures.



