
 
Supplemental table S1: Demographic and molecular features of the 70 patients with glioma. Gain in Chromosome 
7p correlating with loss in Chromosome 10q status (7p+/10q-)  has been assessed by copy number variation study (CNV). The 
1p19q codeletion status has been determined by merging data obtained by Fluorescence in situ hybridization (FISH), Internexin 
Immunostaining (INA) and CNV analyses. MGMT methylation is the mean of the methylation of five CpG sites located between 
the hg19 coordinates 131265507 to 131265526.  “Stupp” post-operative treatment combined radiotherapy (R) with temozolomide 
(TMZ) chemotherapy.  SD: standard deviation. 
 


