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	Dataset identifier

	“Peptidomic”
	Endogenous peptides extracted from gametophores, protonemata and protoplasts and analyzed by a TripleTOF 5600+ mass spectrometer
	PRIDE identifier - PXD007923

	
	Endogenous peptides extracted from gametophores, protonemata and protoplasts and analyzed by a Q Exactive HF mass spectrometer
	PRIDE identifier – PXD007922


	“Proteomic”
	Tryptic peptides generated during the proteomic analysis of moss tissues – gametophores, protonemata and protoplasts from our previous study (Fesenko et al, 2017; DOI: 10.1038/s41598-017-02970-z)
	PRIDE identifier PXD005223
(DOI: 10.6019/PXD005223)


	
	Tryptic peptides generated during the proteomic analysis of moss tissues – gametophores, protonemata and protoplasts and analyzed by a Q Exactive HF mass spectrometer
	PRIDE identifier - PXD007973


Supplemental Table S2. List of the datasets used for mass-spectrometry analysis.

