
 

Supplemental Fig. S6. Enrichment analysis of different sORF groups in a set of 

AS-sORFs and AS-REFs. AS-sORF sequences  were classified: 1) truncation, when 

the middle region of the sORF was excised by splicing; 2) stop codon excision, when 

the sORF stop codon was spliced out; 3) start codon excision, when the sORF start 

codon was spliced out; and 4) excision, if the complete sORF was removed from an 

isoform. P-value was calculated by Fisher’s exact test. ***P < 10-9; **P < 0.001; *P 

< 0.05. 


