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Supplemental Figure S7. Liftover of MEF NADs to human genome hg38. 
A. Venn diagram analysis of the portion of the MEF NADs identified in hg38.
B. IGV session displays the human chr21q. MEF NADs lifted over to hg38 are in olive. 
Of those, regions that were Type I NADs in MEFs are in purple and regions that were Type II NADs are in cyan.
C. As in panel B, showing chr22q.


