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Supplemental Figure 16. Schematic of CRISPR/Cas9 pooled screening experiment, workflow diagram, and
configuration for CRISPRcloud. (A) The workflow of CRISPR/Cas9 pooled screening experiment. Each dotted
arrow line links between an experimental step to an input of CRISPRcloud. (B) The workflow of CRISPRcloud.
This entire workflow runs on Amazon web services (AWS), and various web-based technologies were used to build

this web-based cloud computing platform.



