
(a) PCHi-C (aCD4)
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(b) PCHi-C (EP)
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(c) PCHi-C (Ery)
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(d) PCHi-C (FoeT)
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(e) PCHi-C (Mac0)
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(f) PCHi-C (Mac1)
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(g) PCHi-C (Mac2)
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(h) PCHi-C (MK)
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(i) PCHi-C (Mon)
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(j) PCHi-C (naCD4)
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(k) PCHi-C (nB)
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(l) PCHi-C (nCD4)
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Supplemental Figure 7. Promoter Capture Hi-C contacts are anti-correlated with distance in 17 blood
cell types. Decay is similar to Supplemental Figure 3, though here an interaction score (quantified by
CHiCAGO, Cairns et al. 2016) is used rather than normalized contact frequency. A score above 5 denotes
statistically significant interactions, and this threshold is indicated with a dashed line. Interaction distances
are concentrated below 1Mb, though a large number of significant interactions exist at 500kb, well beyond
the 40kb drop-off previously observed.



(m) PCHi-C (nCD8)
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(n) PCHi-C (Neu)
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(o) PCHi-C (tB)
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(p) PCHi-C (tCD4)
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(q) PCHi-C (tCD8)

0.1

1.0

10.0

0 50
0

10
00

15
00

20
00

Genomic Distance (kilobases)

lo
g 1

0(
C

H
iC

A
G

O
 S

co
re

)

Supplemental Figure 7. Promoter Capture Hi-C contacts are anti-correlated with distance in 17 blood
cell types. Decay is similar to Supplemental Figure 3, though here an interaction score (quantified by
CHiCAGO, Cairns et al. 2016) is used rather than normalized contact frequency. A score above 5 denotes
statistically significant interactions, and this threshold is indicated with a dashed line. Interaction distances
are concentrated below 1Mb, though a large number of significant interactions exist at 500kb, well beyond
the 40kb drop-off previously observed.


