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Supplemental Fig. S8. Downregulation of MAFs altered the expression of VEGF down-
stream target genes. (A) RT-qPCR showing that MAF siRNAs efficiently knocked down their 
target genes in HUVEC. (B) RT-qPCR showed that MAF siRNAs altered expression of genes 
downstream of VEGFA. Data are mean ± SEM. n=4. Student’s t-test; *, P-value<0.05. 


