MAFF MAFG MAFK

A -
1.5 * 1.5 % 1.5 *
(0] (0] (0]
2 1.0 S 1.0 3 1.0+
m® m® @
o & o
s 05 < 0.5 5 091
(@] (@] (@]
LL LL LL
0.0 0.0- . 0.0- o
Q- \s <& N Ny >
& é\qF\ O £ o Ny
B ADMTS9 EGR3 ETS1
157 o sinc 600- 20-
o - siMAFK 15
(@] | siMAFF .
% 10 SiIMAFG 400
5 —— SIMAKFG 104
E 5 200- 5
0'_I' ! ! ! = T — O'_; T T T
OH 1H 4H 12H OH 1H 4H 12H OH 1H 4H 12H
PPARA FOSL?2 VGLLA4
15+ 61 10,
E 10' 4- 6_
o 4
et )
- 5_ 2-
L .
T T Y Y O T T T T 0 T T T T
OH 1H 4H 12H OH 1H 4H 12H OH 1H 4H 12H

Supplemental Fig. S8. Downregulation of MAFs altered the expression of VEGF down-

stream target genes. (A) RT-gPCR showing that MAF siRNAs efficiently knocked down their
target genes in HUVEC. (B) RT-gPCR showed that MAF siRNAs altered expression of genes
downstream of VEGFA. Data are mean + SEM. n=4. Student’s t-test; *, P-value<0.05.



