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Supplemental Fig. S1: VEGF downstream transcription. (A) RT-PCR validation of DEGs. (B)
Volcano plots of IncRNAs expressed at hours 1, 4 and 12. Dots are colored by differential expres-
sion compared to baseline. Green, FC = 2 or FC<0.5 and P-value<0.05. Beige, FC = 2 or FC<0.5
and P-value=0.05. Red, 0.5<FC<2 and P-value<0.05. (C) Normalized expression plots of
IncRNAs (TP53TG1, MIR22HG, C120rf44, RP11-1100L3.8 and LINC01013) and their adjacent

genes.



