Table S6. Tested core promoter backgrounds.

	Background's name
	Source
	Coordinates (relative to TSS)
	wt sequence
	Mutated elements
	mutated sequence for background

	Promoter backgrounds for investigating core promoter elements 

	ACTB_CE_bg
	Human ACTB promoter
	-103 to +50
	AGCGGCGCGGGGCCAATCAGCGTGCGCCGTTCCGAAAGTTGCCTTTTATGGCTCGAGCGGCCGCGGCGGCGCCCTATAAAACCCAGCGGCGCGACGCGCCACCACCGCCGAGACCGCGTCCGCCCCGCGAGCACAGAGCCTCGCCTTTGCCGA
	BREu(-37), TATA(-29)
	AGCGGCGCGGGGCCAATCAGCGTGCGCCGTTCCGAAAGTTGCCTTTTATGGCTCGAGCGGCCGCGGCAGTGCACAACCAAACCCAGCGGCGCGACGCGCCACCACCGCCGAGACCGCGTCCGCCCCGCGAGCACAGAGCCTCGCCTTTGCCGA

	CMV_CE_bg
	Human cytomegalovirus (HCMV) IE1 promoter  (GenBank:X03922.1)
	-103 to +50
	GACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACAC
	BREu(-38), TATA(-31), Inr(-2)
	GACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGTAGCTCAACCTAAGCAGAGCTCGTTTAGTGAACCGAGTGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACAC

	C14orf166_CE_bg
	Human RTRAF promoter (previous symbol C14orf166) 
	-103 to +50
	ATTGTACAACCAGGAAGCTGACAATAAAGTTTATTTGAGCGTCGACGTGCGCCGACGTGGCCCCGCCTCCCCAGCCGGAGCCGCGATTGGTGGGCATTTGCCGGCGGCCACCGCTTTTAAGCCACGATTGGCGAAGGCCGCCGTCATTTCGGA
	BREd(-18)
	ATTGTACAACCAGGAAGCTGACAATAAAGTTTATTTGAGCGTCGACGTGCGCCGACGTGGCCCCGCCTCCCCAGCCGGAGCCGCGCTCAGTGGGCATTTGCCGGCGGCCACCGCTTTTAAGCCACGATTGGCGAAGGCCGCCGTCATTTCGGA

	HIV1_CE_bg
	Human immunodeficiency virus type 1 (HXB2, GenBank K03455.1)
	-103 to +50
	GACTTTCCGCTGGGGACTTTCCAGGGAGGCGTGGCCTGGGCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGCATATAAGCAGCTGCTTTTTGCCTGTACTGGGTCTCTCTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTGGCTAACTA
	TATA(-30)
	GACTTTCCGCTGGGGACTTTCCAGGGAGGCGTGGCCTGGGCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGAACCTAAGCAGCTGCTTTTTGCCTGTACTGGGTCTCTCTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTGGCTAACTA

	RPLPO_CE_bg
	Human RPLPO gene
	-103 to +50
	TCTGACGGGCGATGGCGCAGCCAATAGACAGGAGCGCTATCCGCGGTTTCTGATTGGCTACTTTGTTCGCATTATAAAAGGCACGCGCGGGCGCGAGGCCCTTCTCTCGCCAGGCGTCCTCGTGGAAGGTTCGTGTGCTAGTTAGATGGGCGC
	TATA(-31), TCT(-2)
	TCTGACGGGCGATGGCGCAGCCAATAGACAGGAGCGCTATCCGCGGTTTCTGATTGGCTACTTTGTTCGCATAACCAAAGGCACGCGCGGGCGCGAGGCCCAGGTCTCGCCAGGCGTCCTCGTGGAAGGTTCGTGTGCTAGTTAGATGGGCGC

	Promoter backgrounds for investigating TF binding sites

	ACTB_TFs_bg
	Human ACTB promoter
	-148 to +5
	GAGGGGGTAAAAAAATGCTGCACTGTGCGGCGAAGCCGGTGAGTGAGCGGCGCGGGGCCAATCAGCGTGCGCCGTTCCGAAAGTTGCCTTTTATGGCTCGAGCGGCCGCGGCGGCGCCCTATAAAACCCAGCGGCGCGACGCGCCACCACCGC
	NFY(-91), SRF(-63)
	GAGGGGGTAAAAAAATGCTGCACTGTGCGGCGAAGCCGGTGAGTGAGCGGCGCGGGTGATATCAGCGTGCGCCGTTCCGAAAGTTGCTTTCTAGATCTCGAGCGGCCGCGGCGGCGCCCTATAAAACCCAGCGGCGCGACGCGCCACCACCGC

	CMV_TFs_bg
	Human cytomegalovirus (HCMV) IE1 promoter  (GenBank:X03922.1)
	-148 to +5
	CCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTTTAGTGAACCGTCAGATC
	CREB(-143), SP1(-78), SP1(-59)
	CCCATGTCAGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCCTCACTGCGACGCAAGGATGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTTTAGTGAACCGTCAGATC
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