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Gene shLUC#1 shLUC#2 shH3.3A/B#1 shH3.3A/B#2 shH3.3A/B#3
Hdac1 110 77 104 101 93

89 70 73 72 66
15 21 32 32 28

157 85 70 100 150
81 65 55 61 65

Hdac2 
Mbd2 
Mbd3 
Rbbp4   
Mta1 64 71 51 60 33
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Supplemental Figure S2. Transcriptional changes following knockdown of H3.3. 

A. Genome browser representation of RNA-seq reads for H3f3a, H3f3b and Gapdh. 
Shown are tracks representing wild type (shLUC #1) and 3 knockdown cell lines
(shH3.3A/B #1-3) with progressively stronger knockdown of H3.3. B. Graph showing 
the number of up- and downregulated genes following H3.3 knockdown. C. 
Representation of FPKM values for various NuRD subunits following knockdown of 
H3.3.
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