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Supplemental Figure S1. ChIP-gPCR validation of changes in RBBP4 and MTAL1
following knockdown of H3.3.

A. Genome browser representation of HA-ChIP-seq reads before and after doxycycline
treatment from TETi-HA/FLAG-H3.3 MEF cells as well as reads for RBBP4/MTA1 before
and after H3.3 knockdown at the Pmp22 promoter. B. Genome browser representation
of HA-ChIP-seq reads before and after doxycycline treatment from TETi-HA/FLAG-H3.3
MEF cells as well as reads for RBBP4/MTA1 before and after H3.3 knockdown at the
Cnnm3 promoter. C. Genome browser representation of HA-ChlIP-seq reads before and
after doxycycline treatment from TETi-HA/FLAG-H3.3 MEF cells as well as reads for
RBBP4/MTA1 before and after H3.3 knockdown at the Fzd2 promoter. D. Genome
browser representation of HA-ChlP-seq reads before and after doxycycline treatment
from TETi-HA/FLAG-H3.3 MEF cells as well as reads for RBBP4/MTA1 before and after
H3.3 knockdown at the Svepl promoter. E. Genome browser representation of HA-ChIP-
seq reads before and after doxycycline treatment from TETi-HA/FLAG-H3.3 MEF cells
as well as reads for RBBP4/MTA1 before and after H3.3 knockdown at the Atoh8
promoter. F. ChlIP-gPCR validation of MTA1 enrichment following H3.3 knockdown at
select gene promoters. Each gPCR reaction was performed in triplicate and enrichment
was normalized to input. Values are presented as means, +/- standard error. G. ChIP-
gPCR validation of RBBP4 enrichment following H3.3 knockdown at select gene
promoters. Each qPCR reaction was performed in triplicate and enrichment was
normalized to input. Values are presented as means, +/- standard deviation. H. ChiIP-
gPCR validation of H4 (HISTONE 4) enrichment following H3.3 knockdown at select
gene promoters. Each gPCR reaction was performed in triplicate and enrichment was

normalized to input. Values are presented as means, +/- standard deviation.
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