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Supplemental Figure 6:  Comparison of Drosophila spike-in reads versus Schmidtea mediterranea sample reads for H3K4me3 and H3K36me3 ChIP-seq between this study and a previous one by Duncan et al. 2016. From FACS X1 populations, Duncan et al. 2016 utilised 1million Schmidtea mediterranea cells and 10 million Drosophila cells to ‘bulk-up’ chromatin input. The final Schmidtea reads were between 765k reads to 5.4 million reads for X1 H3K4me3 ChIP-seq and 571,728 reads for X1 H3K36me3 ChIP-seq. For our experiments, we added a Drosophila chromatin spike-in estimated to be -3% of our planarian chromatin sample.  The final Schmidtea reads for our X1 H3K4me3 experiments were between 8.3 – 37 million reads and 45 million for H3K36me3. Thus, we were able to utilise a much smaller planarian chromatin sample amount and achieve a higher number of planarian reads.  
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Comparison of proporition of Smed reads of total library between ‘Sanchez’

Alvarado and ‘Aboobaker’ labs for X1 NBs

H3K4me3 Libraries

Sample S. mediterranea D. melanogaster S. mediterranea
materialamount ~ material amount reads
6
WT X1 sorted 10 cells 107 S2 cells 765,305 (4%)
cells
SRR2726607
WT X1 sorted 10° cells 107 S2 cells 2,370,282 (11%)
cells

SRR2726608

unc22(RNAI) 10° cells 107 S2 cells 3,550,931 (19%)
X1 sorted cells

SRR2726623

unc22(RNAI) 10° cells 107 S2 cells 3,847,370 (18%)
X1 sorted cells

SRR2726624

unc22(RNAI) 10° cells 107 S2 cells 5,392,596 (15%)
X1 sorted cells

SRR2726649

unc22(RNAI) 10° cells 107 S2 cells 3,578,055 (11%)
X1 sorted cells

SRR2726650

Bl 1.5x10° cells 2.5x10% 52 cells 14,724,474 (80%)
X1 sorted cells

Day 3 Reg 1.75x10° cells 2.5x10* 52 cells 13,252,896 (93%)
X1 sorted cells

Day 3 Reg 1.65x10° cells 2.5x10* 52 cells 26,551,125 (75%)

X1 sorted cells

Intact worm
X1 sorted cells

2ng commercial

5
237 @2l S2 chromatin spike-in

8,372,110 (21%)

Intact worm
X1 sorted cells

2ng commercial

2x10° cells
S2 chromatin spike-in

37,701,782 (95%)

H3K36me?3 Libraries
WT X1 sorted

6
cells 10 S2cells 107 S2 cells 571,728 (1.5%)
SRR2842081
Intact worm 2105 cells 2ng commercial 45,448,274 (86.6%)
X1 sorted cells S2 chromatin spike-in
| .
ntact worm 210° cells 2ng commercial 45,712,514 (94.8%)

X1 sorted cells S2 chromatin spike-in

D. melanogaster

reads

20,051,292 (96%)

18,811,157 (89%)

15,244,101 (81%)

17,332,482 (82%)

30,787,848 (85%)

29,897,763 (89%)

3,572,880 (20%)

993,932 (7%)

8,812,331 (25%)

31,005,006 (79%)

2,260,846 (5%)

39,104,178 (98.5%)

5,271,844(13.4%)

2,529,368(5.2%)
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