Table S1. Expression of 6 de novo miRNAs in testis across 9 lines of D. melanogaster.

Mormalized expression{RPM) in different Genetic Background

miRMNA Precursor Total read count Definition
Oregon R-10regon R-2 0regon RB-3 hs-Penelope Al ywbic23(2) A2 Canton s 256

dme-miR-273-3p 17.41 11.96 61.19 8.14 11.07 15.05 1894 61.62 34.04 2304 miR*
dme-mir-973

dme-miR-273-5p 6726 358.49 71.83 696.07 41105 94555 38957 3654 297 3611.4 mature

dme-miR-275-3p 107.55 101.13 21.28 19.77 11.07 37.58 22.24 245.03 283.21 B4BB6 miR*
gdme-mir-975

dme-miR-875-5p Bh6.24 67.8B5 5419.02 20.35 29.06 B66.14 40.36 L4738 T1TB1 697421 mature

dme-miR-277-3p 7510.57 4871.74 2002405 114151 1853.17 1649.83 137545 48146 50703 3941481 mature
gdme-mir-977

dme-miR-277-5p g80.92 £3.95 436,29 25.59 26158 75.16 25944 BRBTB 3811 1310.82 miR*

dme-miR-278-3p 547.33 535.27 20766.27 134678 14615 2178B.23 136062 13388 1B76 2B617.58 mature
gdme-mir-978

dme-miR-278-5p 12384 106.59 39638 71.53 127.33  157.09 15731 502 579 1150.98 miR*

dme-miR-283-5p BGE.92 541991 B03.41 172.13 77080 4B5.31 50076 357872 274158 10575.63 miR*
gdme-mir-983

dme-miR-283-3p 2073.1 132296 1652044 75364 112519 12417 83563 BleB g2.57 2413691 mature

dme-miR-884-3p 1541.17 730.24 101.09 BB1.57 1008.95 1077.09 1056.71 56.6 25.35 647R.75 miR*
dme-mir-984

dme-miR-884-5p 1415905 BB726 5506.81 80609.26 211188 1080095 235061 TO3B51 B155.2 67964497 mature

Note: Small RNA-seq data are retrieved from the GEO database, accession numbers: GSM909277 for Oregon R-1,GSM 909278 for Oregon R-2,
GSM 280085 for Oregon R-3,GSM 548591 for hs-Penlope, GSM 548589 for A1,GSM 548584 for yw67¢23(2) , GSM 548582 for A2, GSM2562978
for Canton S, GSM2562975 for 756.



