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A) Newly accessible promoter at 1k-cell/oblong stage
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B) Newly accessible promoter at 256-cell stage
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C) Newly accessible promoter at dome stage
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Supplemental Figure S5. The heatmap shows the relationship between the locations of the
ATAC-seq signals, DNA methylation level and unmethylated CpG number at the promoters.
The accessible promoters are newly emerged ones in lk-cell or oblong stages (A), 256-cell

stage (B) and dome stage (C).



