
	
  
	
  
Supplemental Figure S12: Expression of transcription factors in maize and 

sorghum among different tissues and comparison of gene ontology enrichment. 

(A) Expression of different TFs among different tissues in maize. (B) Expression 

of TFs among different tissues in sorghum. (C) Gene ontology enrichment between 

maize and sorghum TFs.	
  


