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#CHROM POS ID     REF    ALT
1 98343283 id:1   G      GACTT

#CHROM POS ID     REF    ALT      INFO
1 98343283 id:1   G      G]1:4020491]     PRIMARY
1 4020491 id:1   C      C]1:98343283]    PRIMARY
1 98343283 id:2   G      G]2:147253655]   SECONDARY
2 147253655 id:2   G      G]1:98343283]    SECONDARY
1 98343283 id:3   G      G]X:1123454      SECONDARY
X 1123454 id:3   A      A]1:98343283]    SECONDARY
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