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Supplemental Figure S2. Gene expression changes upon Hnrnpu knockdown. (A) Scatter
plot showing gene expressions detected by RNA-seq in shCtrl and shU treated AML12 cells.
(B) Heatmap showing differentially expressed genes between the control and knockdown in
two biological replicates. Compared with the control, 139 genes were up-regulated and 500
genes were down-regulated significantly. (C) Gene ontology (GO) chart of up-regulated (left)
and down-regulated (right) genes. The enriched terms are ranked by —log; (P value).



