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Supplemental Figure S7. SNGD-mediated gene editing at endogenous loci. (4) Schematic of the
assay for gene editing at the EMX1 and HEK293 loci. The BamHI recognition site was generated
at the EMXI locus, and the Xhol recognition site was generated at the HEK293 locus by single
nucleotide substitution. Nick sites in the target locus and donor plasmid are indicated by the blue
V mark. *: a mutation in the PAM sequence; HiD1i org. primer: the original allele-specific primer
for HiDi PCR; HiDi edt. primer: the edited allele-specific primer for HiDi PCR. (B) Genomic
DNA, which was extracted from cells after the gene-editing process, was subjected to PCR using
the EMXI or HEK293 locus-specific primers. The PCR product was digested with BamHI or
Xhol. (C) HiDi PCR for detection of the successfully edited allele. Genomic DNA (10 ng), which
was extracted from cells after the gene-editing process, was subjected to HiDi PCR using the fwd.
and HiDi org./edt. primers. W: water. (D) Semi-quantitative HiDi PCR. Genomic DNA, which
was extracted from cells after the gene-editing process, was subjected to HiDi PCR using the fwd.
and Hidi org./edt. primers. Various amounts (100%: 5 ng genomic DNA in a total of 20 uL of the
PCR mixture) of the extracted genomic DNA were subjected to the assay.



