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Supplemental Figure S4. Nucleotide substitution by SNGD. (4) DSB-mediated and SNGD-mediated
nucleotide substitution using m332pamPD. Combinations with PX459-sgEGFP332s and PX459-empty
or PX462-sgEGFP332s and PX462-sgUCS57N2 (0, 0.05, 0.1, 0.15, or 0.2 pg each), and m332pamPD
0, 0.5, 1.0, 1.5, or 2.0 png) in 10 pL of R buffer were subjected to electroporation. Nucleotide
substitution efficiency as measured by flow cytometry (mean = s.d., N=3) is presented. (B) Diagram
of the EGFPcC>G reporter gene and sgRNAs. (C-K) Nucleotide substitution efficiency as measured by
flow cytometry (mean % s.d., N=3) is presented in each panel. (C-E, G, H, J, K) SNGD-mediated
nucleotide substitution using Cas9D10A. (F) SNGD-mediated nucleotide substitution using
Cas9H840A. (/) DSB-mediated nucleotide substitution using Cas9. +: 0.04 pg, ++: 0.08 pg)



