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Supplemental Figure S2. Nucleotide substitution by tandem nick (TN) of the reporter gene.
(4) Diagram of the EGFPcC>G reporter gene and sgRNAs. (B) Diagram of the repair
templates. (C) The nucleotide substitution efficiency as measured by flow cytometry
(mean = s.d., N=3) is presented. The indicated sgRNAs were expressed with Cas9D10A.
m332PD was introduced into the cells as plasmid donors. (D) Schematic of the experiment
in C. Nick sites are indicated by inverted triangles. The target nucleotide is indicated by an
orange rectangle.



