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Supplemental Figure S1. Summary of gene expression analysis. Exons detected in CD4+ T cells (red), CD8+
cells (blue) and CD19+ B cells (green), for all expressed genes (A), autoimmune candidate genes (C), and T1D
candidate genes (E). Most expressed exons and genes are shared among the three lymphocyte classes assayed.



Differentially-expressed exons in CD4+/CD8+ comparison (purple), CD4+/CD19+ comparison (orange) and
CD8+/C19+ comparison (pink) for all expressed genes (B), autoimmune candidate genes (D), and T1D candidate
genes (F). “Total DE” is the total number of differentially expressed exons defined as the sum of exons detected

in one or two tissues and the number of exons detected in all three tissues that are DE.



