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Supplementary_Fig_S2. VEGFA and BRD4 loci are accompanied by hydroxymethylation in pancreatic
cancer: Distribution of 5-hydroxymethylated peaks in non neoplastic controls, pancreatic cancer cell lines
and patient derived xenografts shows acquisition of 5-hmC peaks in (A) VEGFA gene body and (B) BRD4
promoter with strong overlap with H3K4me1 peaks in most neoplastic samples. No 5-hmC peaks seen in
controls (HDPE, HPNE).
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