
TATA 79.7
ATAT 71.6
TTTT 48.0
TGTA 40.4
AAAA 37.0
GAAA 28.9
TTCT 28.3
CTTT 28.2
AGAA 26.0
TTTC 25.4

ATAT 43.9
TTTT 43.6
TATA 35.0
AATA 28.2
AAAA 24.4
ATAA 21.3
TTCT 21.0
CTTT 20.2
AAGA 19.3
GACG 18.8

TTTT 44.5
ATAT 41.9
TATA 40.4
AAAA 39.2
CTTC 25.9
TTCT 24.4
TCTT 24.0
GAAA 23.1
AGAA 22.4
TTTT 22.0
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ACGA 15.4
TGCT 12.2
GAAA 12.2
TACA 11.9
ATAT 11.1
GAAG 11.1
CTAC 10.9
CATA 10.8
GATG 10.7

AATA 61.8
ATGA 36.7
AATG 34.9
ATAA 28.3
TTTT 24.7
TAAT 21.8
TGAA 21.6
ACGA 20.1
ATAC 19.8
GTTT 19.3

TGTA 32.1
GTAG 25.7
GTAA 22.2
CGTA 20.7
AGTA 20.6
GTAT 20.4
AAAA 17.2
TCGT 15.1
CTTT 14.6
TATA 13.8

-60 ~ -31 nt -30 ~ -1 nt +1 ~ +30 nt

PASS. pombe
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Figure S2. Top 4-mers enriched for PASs in S. cerevisiae (A) and S. pombe (B). See figure legend of Figure 3B for 

detail.  


