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Supplemental Figure S7 – MACF1: example of highly correlated intragenic 

alternative exons 

A) Genome organization of the human microtubule-actin crosslinking factor 1 

(MACF1) gene, highlighting a M-AltEx event consisting of five exons. B) Domain 

organization of the MACF1 protein, and region overlapped by the alternative exons in 

(A), consisting of eight plectin domains (green). C) High pairwise correlation 

coefficients (R2 > 0.93) between the PSIs of pairs of exons from the AltEx event of 

MACF1 in human and mouse. 
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