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Supplemental Figure 2. Validation of toxicity modifiers by yeast spot assays. Ten 

percent of randomly selected modifying genes from toxicity suppressors and enhancers for 

the three OMIM genes (OPTN, ANG, and CLINT1) were tested by yeast spot assays. A, 

suppressors for OPTN; B, enhancers for OPTN; C, suppressors for ANG; D, enhancers for 

ANG; E, suppressors for CLINT1; F, enhancers for CLINT1; G, summary table. Deletion 

strains in blue indicate consistent results. 
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