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Supplemental Figure 9. Composition of cleavage sites with AAUAAA-like motifs at upstream sequences.
AAUAAA-like motifs are defined as the canonical AAUAAA motif and 18 motifs with single nucleotide mutations (red). The
sum total of all 19 motifs exceeds 100% because some cleavage sites contain more than one motif at their upstream
sequences.



