Supp Fig S8: Enrichment of ORegAnno regulatory elements across multiple cell types in CMINT
modules inferred from 1 million 2000bp genomic regions. Shown for each module are the ORegAnno
elements enriched in a module in any of the cell types. The intensity of blue is proportional to -log(p-
value) of enrichment (FDR corrected Hyper-geometric test) of elements in these modules. The elements are
grouped based on the module they are enriched in. Only elements not shown in Supp Fig SSB are shown.
Two versions of ATOH1 were available in the ORegAnno database. ATOH1v1 corresponds to the ATOH1

ORegAnno element and ATOH1v2 corresponds to the Atohl ORegAnno element.
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