
Supp Fig S10: Alternative tree structures for the hematopoietic lineage. Eight possible trajectories for

the 15 cell types of the hematopoiesis lineage shown on the x-axis, Data log likelihood value of CMINT

models obtained on different types of topologies are presented on the y-axis.
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Supp Fig S10

Tree likelihood significantly lower than original tree (T-test P-value <0.05)


