Supp Fig S1: Computational validation of CMINT on simulated and real datasets. A. Silhouette
index for modules inferred by applying CMINT and two other baseline methods on the three-cell type re-
programming data. The baseline methods are: MERGE-FIRST (M1), which merges marks by concatenating
gene chromatin mark measurements from all cell types and infer clusters by applying a Gaussian mixture
model; CLUSTER-FIRST (C1), which infer clusters in each cell type separately and uses post-processing
to match the modules from one cell type to another. The higher the value the better the cluster quality. B.
F-score (harmonic mean of precision and recall) to assess the reliability of the module transitions obtained
from CLUSTER-FIRST and CMINT, when applied to simulated data with known transitions. The higher
the value the better. Merge first does not infer any transitions and therefore is not shown in this figure.
C. Precision (the fraction of predicted transitions that are correct) and D. Recall (the fraction of true tran-

sitions that are predicted) of module transition prediction using CMINT and CLUSTER-FIRST approach.



Supp Fig S1

A B
iPSC pre-iPSC 020 MEF iPSC-pre-iPSC iPSC-MEF pre-iPSC-MEF
' 0.92f v 0% — | o085 +
0.18} El {016l E | o2} El : 09}
0.9}
0.16} | 1 oral | 0.18} 1 : 1 | oss} 08 -
' < 088}
L 014f 1 oo Iil 0.16} 1 8 0.86 Q
2 01 o1y | 012} g 084 082} .
g S . :
2 0.08} | 0.08} 1 o4t E 0.82} 081 _
D o6t { 0.06} 1 0.08} ] 08} 078 0.65
_ 0.76}
0.04} 1 0.04} {006 —~ 1 078 06
0.04} ] o4 '
0.02} 1 0.02} IR 076 orol
0.02} ] 0.55 ]
M1 C1 CMINT M1 C1 CMINT M1 C1 CMINT C1 CMINT C1 CMINT C1 CMINT
C D
iPSC-pre-iPSC iPSC-MEF pre-iPSC-MEF iPSC-pre-iPSC iPSC-MEF pre-iPSC-MEF
0.95 : ;
+ — 1% - 091} 1 093} 1095
O . +
09t = { 09y 1 0.925} 1
0.8} E 1 0.9t 1 i
0.85} 1 I S 0.92f 1 09
S 085} 1 075 = g0l |
£ _ 20, |
= 0sl 0.7 2 Q 0915
o 08 ' 0851 S 0.8} 1091 108
o 0.751 1 o6l 0} |
2 ' - | 0905f +
(0] L ] - L 1 L
£ o 07t {os5F 0.87 : ol 08
0.5} 1 | |
0.65¢ 1 i ] i ]
07} 1 0.45| | 086f 0.895 l - Q
L & |o7s
0.6} 1 04t ] 0.89} 1

C1 CMINT C1 CMINT C1 CMINT C1 CMINT C1 CMINT C1 CMINT



