Supplemental Table S5: Total number of MACS2 peak calls per ChIP per replicate (related to Fig. 3 and Fig. 4). 

Number of peaks indicated are raw results generated from MACS2 and peaks generated by background signal/noise have not been filtered out.  All peaks generated by background sequencing noise were removed manually for downstream analysis. 
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	132,275
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	CV rep 1
	70,794
	139,559
	83,661
	1,889
	101

	CV rep 2
	52,431
	144,137
	81,997
	8,473
	18

	CV rep 3
	42,433
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	27
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	GF Average
	57,485
	133,974
	83,136
	30,979
	22,879

	CV Average
	55,219
	143,298
	82,829
	4,852
	63

	GF Median
	57,485
	132,275
	83,136
	29,070
	21,875

	CV Median
	52,431
	144,137
	82,829
	4,195
	64



