Supplemental_Figure_S7. Circos plots of trans 4C-seq interactions for the human and
mouse orthology region (hnHOR and mHOR) and the HACs.

4C-seq viewpoint names are indicated in black in colored rectangles according to their
chromatin segment; gene-poor, yellow; gene desert, red; gene-rich, green. 4C-seq
interactions from the viewpoint to a trans chromosome are indicated with a line colored
according to chromosome number. Note that the HAC chromosome is added to the mouse
complement on the mHOR, the C-HAC, and L-HAC circularized ideograms.
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