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Figure S2. Estimates of genomic parameters among pairs of Darwin’s finch species. The two species in 
each pair are denoted X (species name in blue) and Y (species name in green). Five panels from top to 
bottom represent nucleotide diversity in species X and Y, Tajima’s D in species X and Y, fixed differences 
between species X and Y. Significance is tested with Wilcoxon rank sum test. *, P < 0.05.


