
 

 

Supplemental Fig. S44. Comparisons of FST values in a ‘model-free’ global FST test (a) and q values in a 

Bayesian test (b) between selected coding SNPs and other coding SNPs. The statistical significance was 

calculated by Mann-Whitney U test. The Bayesian test was implemented in the program BayeScan (v.2.1)40. 

 


