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Figure S2 There is significant overlap of bacteriophage and plasmids across body sites. Phage and plasmids were included in the analysis if a genome reconstructed 
from one sample was covered across 99% of its length by reads from at least one sample from another body site. Genomes with names in bold are found in at least two 
body sites. In general, mobile element body-site sharing paralleled that of the presumed host bacteria.


