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Figure S1 Mobile elements (phage/plasmid) and bacterial genomes exhibit similar changes in abundance over 
the first month of life. Shown are results for selected bacteria and their associated mobile elements. The abun-
dance of each genome was normalized separately to the highest abundance of that genome in any gut sample. 
Green bar indicates the period of antibiotic administration. Most phage and plasmid genomes display similar 
abundance patterns as their hosts, although two phage bloom immediately following the cessation of antibiotic 
administration.


