Supplemental Figure S7

Signalling To P38 Via RIT And RIN

SLAPenrich FDR 1.39e-11 %
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Supp Figure S7. Heatmap of all mutant ENU clones and mutated genes found in the most significantly enriched network following
analysis of data by SLAP-Enrich. Clones are arrayed along the bottom of the figure and mutations are grouped together by gene as
well as by pattern of mutual exclusivity.



