Supplemental Figure S2
NCI-H508 MSS clones
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Supp Figure S2. Mutational spectrum of ENU-derived Cetuximab-resistant clones in the NCI-H508 and the CCK-81 cell lines. The
proportion of mutation types (left hand pie chart) and the missense mutations represented by the 6 classes of base substitutions
(C>T, C>A, C>G, A>T, A>C, A>G) (right-hand pie chart) is displayed for drug-resistant clones from NCI-H508 and CCK-81 cell
lines.The trinucleotide representation of the 6 base substitution types (left panel) and the pattern of indels (right panel) is displayed
below.



