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Figure_S16: Reported Type 1 diabetes/Type 2 diabetes associated and eQTL genes that demonstrate cell specific expression
patterns are more highly expressed in bulk intact islets in comparison to those that were classified as lowly expressed in our islet
single cell data or not cell type-specific.

Boxplots showing the average log,CPM expression of eQTL (A) and Type 1/Type2 diabetes-associated genes (B) lowly
expressed (average log,(CPM) < 2 in all cell types), not cell type enriched (< 4 fold change), and cell type-specific (> 4 fold
change)/pan-islet (average log,(CPM) > 4 in all islet cell types) genes in 5 non-diabetic bulk intact islets.





