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Supplemental_Fig_S1: Bulk baseline, intact, and dissociated transcriptomes within each patient islet correlate strongly
regardless of experimental condition.

Correlation scatter plots comparing the average log,(TPM) gene expression of each patient islet bulk baseline, intact,
and dissociated transcriptomes all demonstrate Pearson’s R-squared values greater than 0.90. Processing and dissociation of islet
samples did not drastically influence transcriptome profiles. IN = Bulk Intact, DI = Bulk Dissociated, BL = Bulk Baseline, P1 =
Patient Donor 1, TPM = Transcripts per million, Rsq = Pearson’s R-squared.





